Result Annotations

Each annotation has the following qualifiers:
® area_average_threshold — average window threshold in the area (i.e. total_threshold / windows_number)

® total_threshold — sum of all window thresholds in the area
® windows_number — number of windows in the area

= B dna_flex 144..158
are-a_average_ﬂwreshculd 14.672
total_threshold 53.639
windows_number 4

Using the DNA Graphs Package you can see the flexibility graph of a DNA sequence.


https://doc.ugene.net/wiki/display/UM/Graphs+Package
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